Key indicators: single-crystal X-ray study; T = 90 K; mean (C-C) = 0.002 Å; R factor = 0.051; wR factor = 0.131; data-to-parameter ratio = 24.4.
The crystal structure of the title compound, C 17 H 17 N 3 O, shows the formation of infinite chains of molecules that are linked via hydrogen bonds involving the acetamide group. The carbonyl O atom forms hydrogen bonds with both a pyrrole NH group and another acetamide NH unit. In addition, the carbonyl O atom is involved in a weak intramolecular interaction with the neighboring aryl group, thus connecting different chains.
Related literature
For related literature, see: Bonnett et al. (1972) ; Lin et al. (1996) ; Bennis & Gallagher (1998) ; Gallagher & Moriarty (1999) ; Patra et al. (2002) ; Senge (2000 Senge ( , 2005a ; Senge & Smith (2005) ; Shin et al. (2004) . The compound was prepared as described by Lazzeri & Durantini (2003) ; crystals were handled as decribed by Hope (1994) . The hydrogen-bonding analysis followed the criteria set out by Steiner (1997 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: XP in SHELXTL (Siemens, 1995) ; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) .
The pyrrole N-H unit of ring 2 is not involved in any hydrogen bonding. As can be seen in Fig. 1 the two pyrrole rings point in opposite directions and the two pyrrole planes are tilted by 60.1°. As shown in Fig. 2 , the N2 unit is effectively shielded by the backbone of the neighboring chain of molecules and points towards the back of pyrrole ring 1 in the neighboring unit, where no acceptor atoms are present. In addition, the carbonyl oxygen atom is involved in a weak intramolecular interaction with the neighboring aryl group [C55-H55A···O1 = 2.55 (2) Å]. Related structures have been reported (Bonnett et al., 1972; Lin et al., 1996; Bennis & Gallagher, 1998; Gallagher & Moriarty, 1999; Patra et al., 2002) .
Experimental
Crystals were handled as described by Hope (1994) . The compound was prepared as described earlier (Lazzeri & Durantini, 2003) and crystallized from CH 2 Cl 2 /n-hexane.
Refinement
H atoms were mostly placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H distances in the range of 0.88-1.00 Å and U iso (H) = 1.2 U eq (C) for CH and NH groups and U iso (H) = 1.5 U eq (C) for methyl groups. Fig. 1 . A view of (I). Displacement ellipsoids for the non-hydrogen atoms are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. All hydrogen atoms were located in difference maps.
Figures

N-[4-(Di-2-pyrrolylmethyl)phenyl]acetamide
All hydrogen atoms were located in difference maps. No H-acceptor was found for N2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0200 (7) 0.0026 (5) 0.0060 (6) 0.0030 (5) C2 0.0171 (6) 0.0155 (6) 0.0242 (8) 0.0025 (5) 0.0080 (6) 0.0032 (5) C3 0.0158 (6) 0.0144 (6) 0.0221 (7) −0.0003 (5) 0.0051 (5) −0.0009 (5) C4 0.0131 (6) 0.0143 (6) 0.0191 (7) 0.0016 (5) 0.0063 (5) 0.0007 (5) C5 0.0138 (6) 0.0140 (6) 0.0211 (7) 0.0012 (5) 0.0066 (5) 0.0008 (5) C6 0.0158 (6) 0.0155 (6) 0.0206 (7) 0.0014 (5) 0.0095 (5) 0.0023 (5) C7 0.0174 (6) 0.0234 (7) 0.0213 (7) 0.0050 (5) 0.0082 (6) 0.0049 (6) C8 0.0205 (7) 0.0282 (8) 0.0182 (7) 0.0013 (6) 0.0065 (6) 0.0037 (6) C9 0.0224 (7) 0.0240 (7) 0.0210 (7 
